Distribution of accuracies for de-regressed proofs for stature in Nordic Red cattle. rs-ID = reference SNP identification; MAF = minor allele frequency; effect = allele substitution effect for the SNP; SE = SE for the SNP effect; LD = linkage disequilibrium; NA = not available. rs-ID = reference SNP identification; MAF = minor allele frequency; effect = allele substitution effect for the SNP; SE = SE for the SNP effect; LD = linkage disequilibrium ; NA = not available. rs-ID = reference SNP identification; MAF = minor allele frequency; effect = allele substitution effect for the SNP; SE = SE for the SNP effect; NA = not available. rs-ID = reference SNP identification; MAF = minor allele frequency; effect = allele substitution effect for the SNP; SE = SE for the SNP effect; NA = not available. 
